Identification of a fowl adenovirus gene with sequence homology to the 100K gene of human adenovirus.
The nucleotide sequence of a region of the fowl adenovirus serotype 10 (FAV-10) genome, located between map units 57.3 and 62.6, has been determined. This sequence contains the entire coding region of the FAV equivalent to the 100K gene of human adenovirus (HAV). The FAV 100K polypeptide was found to consist of 798 amino acids with a deduced M(r) of 89,023.